MALDI-IHC guided in-depth spatial proteomics:
targeted and untargeted MSI combined.
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Our workflow

UV illumination at Sublimation of 50 Recrystallization in MALDI-TOF
365 nm for 10 min mg DHB, 160°C for oven (50°C for 90 sec, acquisitions
180 s using 0.5% EtOH in H,0)
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Multiplex MALDI-IHC imaging on rapifleX - 10x10 pm
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MALDI-IHC guided LMD-proteomics

Optical image scan MALDI-IHC K-means clustering Tissue after LMD cutting

o

q_'y"! ..‘_‘ "*“ :1.. P - -

m Cluster guided regions cut out (rapifieX)

%

Maastricht University [N/}
Claes B et al.. Anal Chem. 2023:95(4):2329-2338. doi:10.1021/acs.analchem.2c04220



&

N
Maastricht University [N/}

MALDI-IHC guided LMD-proteomics
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On-tissue untargeted bottom-up MALDI imaging
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Comparison of bottom-up proteomics

Optical image scan MALDI-IHC K-means clustering Tissue after LMD cutting
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